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FIG. lA 

HUMAN SEGMENT E: (SEQ ID NGS:l-2) 

ATG A6A TGG CGA CGC GCC CCG CGC CGC TCC G6G CGT CCC GGC CCC CGG 48 
Met Arg Trp Arg Arg Ala Pro Arg Arg Ser Gly Arg Pro Gly Pro Arg 
15 10 15 

GCC CAG CGC CCC GGC TCC GCC GCC CGC TCG TCG CCG CCG CTG CCG CTG 96 
Ala Gin Arg Pro Gly Ser Ala Ala Arg Ser Ser Pro Pro Leu Pro Leu 
20 25 30 

CTG CCA CTA CTG CTG CTG CTG 6GG ACC GCG GCC CTG GCG CCG GGG GCG 144 
Leu Pro Leu Leu Leu Leu Leu Gly Thr Ala Ala Leu Ala Pro Gly Ala 
35 40 45 

GCG GCC GGC AAC GAG GCG GCT CCC GCG GGG GCC TCG GTG TGC TAC TCG 192 
Ala Ala Gly Asn Glu Ala Ala Pro Ala Gly Ala Ser Val Cys Tyr Ser 
50 55 60 

TCC CCG CCC AGC GTG GGA TCG GTG CAG GAG CTA GCT CAG CGC GCC GCG 240 
Ser Pro Pro Ser Val Gly Ser Val Gin Glu Leu Ala Gin Arg Ala Ala 
65 70 75 80 

GTG GTG ATC GAG GGA AAG GTG CAC CCG CAG CGG CGG CAG CAG GGG GCA 288 
Val Val He Glu Gly Lys Val His Pro Gin Arg Arg Gin Gin Gly Ala 
85 90 95 

CTC GAC AGG AAG GCG GCG GCG GCG GCG GGC GAG GCA GGG GCG TGG GGC 336 
Leu Asp Arg Lys Ala Ala Ala Ala Ala Gly Glu Ala Gly Ala Trp Gly 
100 105 110 

GGC GAT CGC GAG CCG CCA GCC GCG GGC CCA CGG GCG CTG GGG CCG CCC 384 
Gly Asp Arg Glu Pro Pro Ala Ala Gly Pro Arg Ala Leu Gly Pro Pro 
115 120 125 

GCC GAG GAG CCG CTG CTC GCC GCC AAC GGG ACC GTG CCC TCT TGG CCC 432 
Ala Glu Glu Pro Leu Leu Ala Ala Asn Gly Thr Val Pro Ser Trp Pro 
130 135 140 

ACC GCC CCG GTG CCC AGC GCC GGC GAG CCC GGG GAG GAG GCG CCC TAT 480 
Thr Ala Pro Val Pro Ser Ala Gly Glu Pro Gly Glu Glu Ala Pro Tyr 
145 150 155 160 

CTG GTG AAG GTG CAC CAG GTG TGG GCG GTG AAA GCC GGG GGC TTG AAG 528 
Leu Val Lys Val His Gin Val Trp Ala Val Lys Ala Gly Gly Leu Lys 
165 170 175 

AAG GAC TCG CTG CTC ACC GTG CGC CTG GGG ACC TGG GGC CAC CCC GCC 576 
Lys Asp Ser Leu Leu Thr Val Arg Leu Gly Thr Trp Gly His Pro Ala 
180 185 190 



SUBSTITUTE SHEET (RULE 26) 



wo 99/1 



0 09/530884 

PCT/US98/21349 



2/18 



FIG. IB 



TTC CCC TCC TGC 6GG AGG CTC PAG GAG GAC AGC A6G TAG ATC TIC TTC 624 
Phe Pro Ser Cys Gly Arg Leu Lys Glu Asp Ser Arg Tyr He Phe Phe 
195 200 205 

ATG GAG CCC GAC GCC AAC AGC ACC AGC CGC GCG CCG GCC GCC TTC CGA 672 
Met Glu Pro Asp Ala Asn Ser Thr Ser Arg Ala Pro Ala Ala Phe Arg 
210 215 220 

GCC TCT TTC CCC CCT CTG GAG ACG GGC CGG AAC CTC AAG AAG GAG GTC 720 
Ala Ser Phe Pro Pro Leu Glu Thr Gly Arg Asn Leu Lys Lys Glu Val 
225 230 235 240 

AGC CGG GTG CTG TGC AAG CGG TGC G 745 
Ser Arg Val Leu Cys Lys Arg Cys 
245 
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FIG. 2 

SEGMENT E: (SEQ ID N0S:3-4) 



CC CAT CM 6TG TGG GCG GCG AAA GCC 6GG GGC HG AA6 AAG GAC TCG 
His Gin Val Trp Ala Ala Lys Ala Gly Gly Leu Lys Lys Asp Ser 
1 5 10 15 

CTG CTC ACC GTG CGC CTG GGC GCC TGG GGC CAC CCC GCC TTC CCC TCC 
Leu Leu Thr Val Arg Leu Gly Ala Trp Gly His Pro Ala Phe Pro Ser 
20 25 

TGC GGG CGC CTC AAG GAG GAC AGC AGG TAC ATC TTC TTC ATG GAG CCC 
Cys Gly Arg Leu Lys Glu Asp Ser Arg Tyr He Phe Phe Met Glu Pro 
35 40 45 

GAG GCC AAC AGC AGC GGC GGG CCC GGC CGC CTT CCG AGC CTC CH CCC 
Glu Ala Asn Ser Ser Gly Gly Pro Gly Arg Leu Pro Ser Leu Leu Pro 
50 55 60 

CCC TCT CGA GAC GGG CCG GAA CCT CAA GAA G6A GGT CAG CCG 6GT GCT 
Pro Ser Arg Asp Gly Pro Glu Pro Gin Glu Gly Gly Gin Pro Gly Ala 
65 70 75 

GTG CAA CGG TGC G 
Val Gin Arg Cys 
80 

FIG. 3 

SEGMENT B: (SEQ ID N0S:5-8) 



Leu Pro Pro Arg Leu Lys Glu His Lys Ser Gin Glu Ser Val Ala Gly 
T CCC GCT TGA AAG AGA TGA AGA GTC AGG AGT CTG TGG CAG 

Ll ilk AAG AGA lii AAA Gci AGG AAT CGG CTG CA^ 



CCT TGC C 

111 III I 
CCT TGC C 



C CCC 



47 



95 



143 



191 



239 



252 



48 



il^ s kii ^^^c iJg z | ii^ fc^ fc 

in iii iii lii Ici W iil iii U iii iK ili ilr iii iir iri 

Lvs Phe Lys Trp Phe Lys Asn Gly Ser Glu Leu Ser Arg Lys Asn Lys 
TCA AGT TCA AGT GGT TCA AGA ATG GGA GTG AAT TAA GCC GAA AGA ACA 

lii GAT ill AgI i^T tJ:A AGA ill III kll AAT TGA ATC L AAA ACA 

N N 



R 



Pro Gly Asn He Lys He Gin Lys Arg Pro Gly 



AAC CAC AAA ACA 
AAC tic AAA ATA 



CA AGA TAC AGA AAA GGC CGG G 



i 



;A AGA TAC AAA AAA AG 

K 



,i I:ag I 



96 



144 



178 
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SEGMENT A: 



FIG 4 

(SEQ ID N0S:9-12) 



Lys Ser Glu Leu Arg lie Ser Lys Ala Ser Leu Ala Asp Ser Gly 



G AAG 

III 
G AAG 



CA GAA cn CGC ATT AGO AAA 6CG TCA CTG GCT GAT TCT GGA 

INII llllllll M III 11 Ml III Ml III ill Ml 

CA GAA CTT CliC ATT AAC AAA GCA TCA CTG GCT GAT TCT GGA 



e Ser Lys Leu Gly Asn Asp Ser Ala Ser 



Glu Tyr Met Cys Lys Val I' 
GAA TAT ATG TGC AAA GTG Al 

II I I I ill III I I II III III II Ml III III 
GAG TAT ATG TGC AAA GTG ATC AGC AAA TTA 6gA AAT GAC 



C AGC AAA CTA GGA AAT GAC AG 

II 
AG 



GCC TCT 

Ml III 
GCC TCT 



Ala Asn I 
GCC AAC A' 

Ml II I 
GCC AAT A 



e Thr He Val Glu Ser Asn Ala 
C ACC AH GTG GAG TCA AAC G 



C Al 



II M Ml II II III I 
CC ATC GTG GAA TCA AAC G 



46 



94 



122 



SEGMENT A- 



FIG. 5 

(SEQ ID N0S:13-14) 



TCTAAAACTA CAGAGACTGT ATTnCATGA TCATCATAGT TCTGTGAAAT ATACTTAAAC 60 

CGCTTTGGTC CTGATCTT6T AGG AAG TCA GAA CTT CGC AH AGC AAA GCG 110 

Lys Ser Glu Leu Arg lie Ser Lys Ala 
1 5 



TCA 


CTG 


GCT 


GAT 


TCT 


GGA 


GAA 


TAT 


ATG 


TGC 


AAA 


GTG 


ATC 


AGC 


AAA CTA 


158 


Ser 


Leu 


Ala 


Asp 


Ser 


Gly 


Glu 


Tyr 


Met 


Cys 


Lys 


Val 


He 


Ser 


Lys Leu 




10 








15 








20 








25 




GGA 


AAT 


GAC 


ACT 


GCC 


TCT 


GCC 


AAC 


ATC 


ACC 


ATT 


GTG 


GAG 


TCA 


AAC GGT 


206 


Gly 


Asn 


Asp 


Ser 


Ala 


Ser 


Ala 


Asn 


He 


Thr 


He 


Val 


Glu 


Ser 


Asn Gly 








30 










35 










40 




AAG 


AGA 


TGC 


CTA 


CTG 


CGT 


GCT 


AH 


TCT 


CAG 


TCT 


CTA 


AGA 


GGA 


GTG ATC 


254 


Lys 


Arg 


Cys 


Leu 


Leu 


Arg 


Ala 


He 


Ser 


Gin 


Ser 


Leu 


Arg 


Gly 


Val He 








45 








50 










55 







AAG GTA TGT GGT CAC ACT TGAATCAC6C AGGTGTGTGA AATCTCAHG 302 
Lys Val Cys Gly His Thr 
60 

TGAACAAATA AAAATCATGA AAGGAAAACT CTATGTTTGA AATATCHAT GGGTCCTCCT 362 
GTAAAGCTCT TCACTCCATA AGGTGAAATA GACCTGAAAT ATATATAGAT TATTT 417 
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FIG. 6 

SEGMENT G: (SEQ ID N0S:15-18) 



61u He Thr Thr Gly Met Pro Ala Ser Thr Glu Thr Ala Tyr Val Sen 
AG ATC ACC ACT 6GC ATG CCA GCC TCA ACT GAG ACA GCG TAT GTG TCT 

il ili ATC ACT iiT ill III ice ill ACT iAA GGA icA TAT 111 ill 
I 6 



Ser Glu Ser Pro He Arg He Ser Val Ser Thr Glu Gly Thr Asn Thr 

CA ACA GAA GGA ACA AAT ACT 

11 III III 
CA AAT ACT 



TCA GAG TCT CCC ATT AGA ATA TCA GTA 
T 



III III \Ij III IW III ATA TCA 111 



Ser Ser Ser 
TCT TCA T 



CC ACA GAA GGA GCA AAT AC 
A 



47 



95 



102 



FIG. 7 

SEGMENT C: (SEQ ID NOS: 19-22) 



Thr Ser Thr Ser Thr Ala Gly Thr Ser His Leu Val Lys Cys Ala 
CC ACA TCC ACA TCT ACA GCT GGG ACA AGC CAT CTT GTC AAG TGT GCA 

I 



CT ACA ill III TCC lie kll III III III 111 ifr iTA AAA lil icG 

T 

Glu Lys Glu Lys Thr Phe Cys Val Asn Gly Gly Glu Cys Phe Met Val 
GAG AAG GAG AAA ACT TTC TGT GTG AAT GGA GGC GAG TGC HC ATG GTG 

iii iii iii iii iil W ril U ill Mi L iii lii rli Hi U 

Lys Asp Leu Ser Asn Pro Ser Arg Tyr Leu Cys 



AAA GAC ZH TCA AAT CCC 



AAA gAc irr 



CA AAC C 



:ic "" 



CA AGA 

"cg iii 



AC TTG TGC 



"AC 



TGC 



47 



95 



128 
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FIG. 8 

SEGMENT C/D: (SEQ ID N0S:23-26) 



Lys Cys Gin Pro Gly Phe Thr Gly Ala Arg Cys Thr Glu Asm Val Pro 
AAG TGC CAA CCT GGA TTC ACT GGA GCG AGA TGT ACT GAG AAT GTG CCC 



.,, .11 III III III 

AAG TGC CAA CCT GGA TTC ACT 

Met Lys Val Gin Thr Gin Glu 
ATG AAA GTC CAA ACC CAA GAA 

l\l AAA ili IIa paI Im IIa 



;A AGA 



Act III AAT itG tC 



48 



69 



FIG. 9 

SEGMENT C/D': (SEQ ID N0S:27-29) 



Lys Cys Pro Asn Glu 
AAG TGC CCA AAT GAG 



Phe Thr Gly Asp Arg Cys Gin Asn 
ACT G6T GAT CGC TGC CAA AAC 



AAG 

Ala Ser Phe Tyr 
GCC AGC TTC TAC 



Ui ill III AAT (IaG ITT ACT ll\ 111 III \ll i 



'AA AAC 



ICt AGC Hi 



yr Val 
■AC 6TA 



Met 
ATG 



I 111 l\l 



48 



60 



FIG. 10 

SEGMENT D: (SEQ ID NOS:30-32) 



Ser Thr Ser Thr Pro Phe Leu Ser Leu Pro Glu * 
ACT ACG TCC ACT CCC 111 CTG TCT CTG CCT GAA TAG 

iii iii lii iil III HI l\l lil ili iil iii lii 



36 
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SEGMENT D' 



FIG. 11 

(SEQ ID N0S:33-34) 



Lys His Leu Gly He Glu Phe Met Glu 
AAG CAT Cn GG6 AH GAA TH ATG GAG 



27 



FIG. 12A 
SEGMENT H: (SEQ ID N0S:35-38) 



Lys Ala Glu Glu Leu Tyr Gin Lys Arg Val 
AAA GCG GAG GAG CTC TAC CAG AAG AGA GTG 



G AGA GT 



Leu Thr lie Thr Gly He 
rC ACC AH ACC GGC ATT 



AAA GCG GAG GAG CTG TA 



G Aci ATA ACC 



Cys He Ala Leu Leu Val Val Gly He Met 
"GC ATC GCG CTG CTC GTG GTT GGC ATC ATG 



Cys Val 
TGT GTG 

rii ili iic ilc iiT U ilc iii l\l ili tIt ili ili ici Ui lii 

A 



Val Val 
GTG GTC 

ilfi GCC 



■yr Cys 
•AC TGC 



Lys Thr Lys Lys Gin Arg 
AAA ACC AAG AAA CAA CGG 



Lys Lys 
AAA AAG 



Leu His 
CTT CA 



AAA ACC AAG AAA CAG III AAA AAG CtG CA 



Asp Arg Leu Arg Gin Ser 
GAC CGG CTT CGG CAG AGC 



li IW III CAG agJ: 



Leu Arg Ser Glu Arg Asn 
cn CGG TCT GAA AGA AAC 



Thr Met 
ACC ATG 

, I I 
AAT ATG 

N 



Met Asn 
ATG AAC 



in iii lil ai cii iii L l\i U iii iii Ut iii iir ili 



GAC CGT 



Val Ala Asn Gly Pro His 
TA GCC AAC GGG CCC CAC 



His Pro Asn 
CAC CCC AAT 



Pro Pro Pro 
CCG CCC CCC 



Glu Asn 
GAG AAC 



Val Gin 
GTG CAG 



ATT 
I 

Leu Val 
CTG GTG 



Asn Gin Tyr Val 
AAT CAA TAC GTA 



cAt ciT AAC CCA III III gaI AAT ilc cii cli 111 aaI iii ill iii 

Ser Lys Asn Val He Ser Ser Glu His He Val Glu Arg Glu Ala Glu 
TCT AAA AAT GTC ATC TCT AGC GAG CAT AH GTT GAG AGA GAG GCG GAG 



Ser Ser Phe 
AGC TCT 



l\ iii iic IjI All lie iiT iii iiT iU iH iii iii iiA ii 



.A GAG 



AcA lie TtT tec kt 

T 



Ser Thr Ser 
TCC ACC AG 



His Tyr 
CAC TAC 



Thr Ser 



li iii iii lit 



ACT 

iii 



CG 
I 

"CC 



Thr Ala His His Ser Thr 
ACA GCT CAT CAT TCC ACT 

iii iic iii iic Iii iii 



48 



96 



144 



192 



240 



288 



336 
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FIG. 12B 



Thr Val Thr Gin Thr 
ACT GTC ACT CAG ACT 



Pro Ser His Ser 
CCC AGT CAC AGC 



Trp Ser Asn Gly His Thr Glu 
TGG AGC AAT GGA CAC ACT GAA 



ACT ili Acc tii iil 111 lie iic iii lei 



m AGC AAC GGA CAC AC 



lAA 



Ser His Ser Val 
AGC CAC TCT GTC 



Ser He He Ser Glu 
AGC ATC ATT TC6 GAA 

iii ili cIt lie iU Mi ili \l\ i 

L 



He Val Met Ser Ser Val Glu 
ATC 6TG ATG TCA TCC GTA GAA 

111 All TCA ill, ill i 



ITA ATC 



iAA 



Asn Ser Arg His Ser 
AAC AG 



AAC AG 



AGG CAC AGC 
AGG CAC Aci 



Ser Pro Thr Gly 
AGC CCG ACT G6G 



Gly Pro Arg Gly Arg Leu Asn 
GGC CCG AGA GGA CGT CTC AAT 



AGC CCA ACT GGG GGC CCA AGA GGA 



111 I 



;TT AAT 



Gly Leu Gly Gly Pro 
GGC HG GGA GGC CC 



Arg Glu Cys Asn 
CGT GAA TGT AAC 



Ser Phe Leu Arg His Ala Arg 
AGC TTC CTC AGG CAT GCC AGA 



iii ACA iii iii iil B ill til iii iii ili iii til iii ii 



T 

Glu Thr Pro Asp Ser 
GAA ACC CCT GAC TCC 



GAA AC 



Tyr Arg Asp Ser 
TAC CGA GAC TC 



ll iii ill lii lii iii iii til iil ill Ml iii 



Pro His Ser Glu Arg 
CCT CAT AGT GAA AG 



384 



432 



480 



528 



569 



FIG. 13 

SEGMENT K: (SEQ ID NOS:39-40) 



A CAT AAC Cn ATA GCT GAG CTA AGG AGA AAC AA6 GCC CAC AGA TCC 
His Asn Leu He Ala Glu Leu Arg Arg Asn Lys Ala His Arg Ser 
15 10 15 

AAA TGC ATG CAG ATC CAG CTT TCC GCA ACT CAT CTT AGA GCT TCT TCC 
Lys Cys Met Gin He Gin Leu Ser Ala Thr His Leu Arg Ala Ser Ser 
20 25 30 

AH CCC CAT TGG GCT TCA TTC TCT AAG ACC CCT TGG CCT Hk GGA AG 
He Pro His Trp Ala Ser Phe Ser Lys Thr Pro Trp Pro Leu Gly Arg 
35 40 45 



46 



94 



141 
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FIG. 14A 
SEGMENT L: (SEQ ID N0S:41-44) 



''I ITtJ '^l S ^i? 2g? TtE fa g 
iic ili iii iii iii iil Ml Ui lii iil W ill 



G TAT G 
G TaI G 



"G TCA 



?S IE l!£ III 't!^ S S ^iA IcE 

Hi iii iii iii iii iii iii iiA lis iii iil lii iii ili W iiA 

Pro Val Sen Ser Thr Thr Val Ser Met Pro Ser Met Ala Val Ser Pro 



CCC GTG TCC AGC ACG ACG GTC TCC ATG CCC jCC ATG GC6 G 

tec GTG TCC AGC ill ill ilc TCC ATG icT TCC AtA GCG G 
M 



C ACT CCC 

1 N ill 

C AGC CCC 



'^l lis lis S III 'cfc ^ S S S 

Hi Ali iii ii* iii iii iiT ik ilT ilc iii iiA iii iii Aii iii 



N 



Arg Glu Lys 
C6G GAG AAG 



Tvr AsD His His Ala Gin Gin Phe Asn Ser Phe His 
. TAT GAC CAC CAC GCC CAG CAA TTC AAC TCG TJC CAC 

lAG AAG AAG flT iii Iil HI cll HI i^G ffi Aci Tic T+C CAC 
K F P 

Cys Asn Pro Ala His Glu Ser Asn Ser Leu Pro Pro Ser Pro Leu Arg 
T6C AAC CCC GCG CAT GAG AGC AAC AGC CTG CCC CCC AGC CCC HG AGG 



CA 
N 



i Ui iii iii iil iic iil iii iii ire iil aiy iii iii Hi iii 

D A 



ill 'il lis ^G^? lis lix Z lix iES fcl lis lis lie lix g Ji? 

i iii iii iil iii iis Iil iii iii iii iiA iii iii iis iii iic 



AT 



Gin Glu Pro Val Lys Lys Leu Thr Asn Ser Ser Arg Arg Ala Lys Arg 
CAA GAG CC6 GH AAG AAA C" 

" ' " ' icT in iii AAA i 



CAA GAG 



C ACC AAC AGC AGC CGG C6G GCC AAA AGA 

c cii ii' . .T iii iii iii iii iii iii 

A 



46 



94 



142 



190 



238 



286 



334 



382 
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FIG. 14B 



Thr Lys Pro Asn Gly His 
ACC AAG CCC AAT GGT CAC 



He Ala His Arg Leu Glu Met Asp Asn Asn 
AH GCC CAC AGG TTG GAA ATG GAC AAC AAC 

Aci AAG iic AAT iic cii aIt icT AAC hL Hi lli Gii iic kl iii 

N V S 



Thr Gly Ala Asp Ser Sen 
ACA GGC GCT GAC AGC AG" 

ACA Aci lie CAG ill Ig"" 
S S Q 

Val Gly Glu Asp Thr Pro 
GTA GGA GAA GAT AC6 CCT 



Asn Ser Glu Ser Glu Thr Glu Asp Glu Arg 
AAC TCA GAG AGC GAA ACA GAG GAT GAA AGA 

iii TCA III ill lli III IIa 111 iii III 



Phe Leu 
TTC CTG 



"A GGT GAA GAT kll 111 tt 



II III 
rC CTG 



Ser Leu Glu Ala Ala Pro Ala Phe 
AGT CTC GAG GCG GCC CCT GCC TTC 



Ala 
GCC 

I I 
GGC 

G 

Arg 
CGC 



He Gin Asn Pro Leu Ala Ala 
ATA CAG AAC CCC CTG GCA GCC 

ATA cii IaI III 111 III III 



Leu Val Asp 
CTG GTC GAC 



Ser Arg Thr Asn 
AGC AGG ACT AAC 



^T cfr iii iiA aca iiT ice Hi iii iii icT iii iii iii iil iii 



T 



Pro Thr Gly Gly Phe Ser Pro Gin Glu 
CCA ACA GGC GGC TTC TCT CCG CAG GAA 



;T6 GCT GAC 
A 

Glu Leu Gin 
GAA TTG CAG 



Ala Arg Leu Ser 
GCC AGG CTC TCC 



iii cii iii cii Hi Hg AiA iii iii iii aIc iii iii iii iic Ht 

T 



Gly Val lie Ala Asn Gin Asp Pro 

GAC CC~ 



GGT 6 



AGT 
S 



A ATC GC 

I II II 
"A AH GC 



AAC CAA 

iii cii 



iii iil i 



^AA ATC CAG 
I 

Ala Val * 
GCT GTC TAA 



(n GCl 



;l ilA Iii iii 



AAC CGA AA' 

I I II 
CTA AA 



CCC ATA GAT TCA CCT GTA AAA CTT TAT TTT ATA TAA TAA AG' 

I 1 III III III III III III 
CAC ATA GAT TCA CCT GTA AAA 



i1 



III III I I III III II 
TAT HT ATA TAA TAA AG 



ACA 
iAi 

CCA 



iHiii 



CCT TAA AH AAA CAA 

iiT Iii iH iii iii 



430 



478 



526 



574 



622 



670 



718 



733 
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FIG. 15 

SEGMENT F: (SEQ ID N0S:45-48) 



AGTTTCCCCC CCCAACHGT CGGAACTCT6 GGCTCGCGCG CAGGGCA6GA GCGGAGCGGC 

GGCGGCTGCC CAGGCGATGC GAGCGCGGGC CGGACGGTAA TCGCCTCTCC CTCCTCGGGC 

TGCGAGCGCG CCGGACCGAG GCAGCGACAG GAGCGGACCG CGGCGGGAAC CGAGGACTCC 

CCAGCGGCGC GCCA6CAGGA GCCACCCCGC GAGNCGTGCG ACCGGGACGG AGC6CCCGCC 

AGTCCCAG6T GGCCCGGACC GCACGHGCG TCCCCGCGCT CCCCGCCGGC GACAGGAGAC 

GCTCCCCCCC ACGCCGCGCG CGCCTCGGCC CGGTCGCTGG CCCGCCTCCA CTCCGG6GAC 

\l iiiiicAicG cGiciicTci cTiii.icc iliGAGGiAC 



AAACTITTCC C6AA6CCGAT CCCA6CCCTC GGACCCAAAC TTGTCGCGCG TCGCCHCGC 

«i mm MiiiiT MaH c MtM 



Met Ser 61 u Arg Arg 

CGGGAGCCGT CCGCGCAGAG CGTGCACnC TCGG6CGAG ATG TCG GAG CGC AGA 



urn MM mill iii lie iii ii 



60 
120 
180 
240 
300 
360 

420 
474 



aC AAA 



Glu Gly Lys Gly Lys Gly Lys Gly Gly Lys Lys Asp Arg Gly Ser Gly 
GAA GGC AAA GGC AAG GGG AAG GGC GGC AAG AAG GAC CGA GGC TCC GGG 

III III I I IN II Ml III ill III Ml il III III II 11 
GAA GGC AGA GGC AAA GGG AAG GGC AAG AAG AAG GAG CGA GGC TCC GGC 
R K E 



522 



Lys Lys Pro Val Pro Ala Ala Gly Gly Pro Ser Pro Ala 
AAG AAG CCC GTG CCC GCG GCT GGC GGC CCG AGC CCA G 

iii iii CCG iAi Tii iii iic iii Aii iAi iii ici i 



559 
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FIG. 16A 
(SEQ ID N0S:49-50) 



G AAG TCA Gkk CTT CGC ATI AGC AAA GCG TCA CTG GCT GAT TCT GGA GAA 49 
Lys Sen Glu Leu Arg He Ser Lys Ala Ser Leu Ala Asp Ser Gly Glu 
15 10 15 

TAT ATG TGC AAA GTG ATC AGC AAA CTA GGA AAT GAC AGT GCC TCT GCC 97 
Tyr Met Cys Lys Val He Ser Lys Leu Gly Asn Asp Ser Ala Ser Ala 
20 25 30 

AAC ATC ACC ATT GTG GAG TCA AAC GCC ACA TCC ACA TCT ACA GCT GGG 145 
Asn He Thr He Val Glu Ser Asn Ala Thr Ser Thr Ser Thr Ala Gly 
35 40 45 

ACA AGC CAT CTT GTC AAG TGT GCA GAG AAG GAG AAA ACT TTC TGT GTG 193 
Thr Ser His Leu Val Lys Cys Ala Glu Lys Glu Lys Thr Phe Cys Val 
50 55 60 

AAT GGA GGC GAC TGC HC ATG GTG AAA GAC CTT TCA AAT CCC TCA AGA 241 
Asn Gly Gly Asp Cys Phe Met Val Lys Asp Leu Ser Asn Pro Ser Arg 
65 70 75 80 

TAC HG TGC AAG TGC CAA CCT GGA TTC ACT GGA GCG AGA TGT ACT GAG 289 
Tyr Leu Cys Lys Cys Gin Pro Gly Phe Thr Gly Ala Arg Cys Thr Glu 
85 90 95 

AAT GTG CCC ATG AAA GTC CAA ACC CAA GAA AAA GCG GAG GAG CTC TAC 337 
Asn Val Pro Met Lys Val Gin Thr Gin Glu Lys Ala Glu Glu Leu Tyr 
100 105 110 

CAG AAG AGA GTG CTC ACC ATT ACC GGC ATT TGC ATC GCG CTG CTC GTG 385 
Gin Lys Arg Val Leu Thr He Thr Gly He Cys He Ala Leu Leu Val 
115 120 125 

GTT GGC ATC ATG TGT GTG GTG GTC TAC TGC AAA ACC AAG AAA CAA CGG 433 
Val Gly He Met Cys Val Val Val Tyr Cys Lys Thr Lys Lys Gin Arg 
130 135 140 

AAA AAG CTT CAT GAC CGG CH CGG CAG AGC CTT CGG TCT GAA AGA AAC 481 
Lys Lys Leu His Asp Arg Leu Arg Gin Ser Leu Arg Ser Glu Arg Asn 
145 150 155 160 

ACC ATG ATG AAC GTA GCC AAC GGG CCC CAC CAC CCC AAT CCG CCC CCC 529 
Thr Met Met Asn Val Ala Asn Gly Pro His His Pro Asn Pro Pro Pro 
155 170 175 

GAG AAC GTG CAG CTG GTG AAT CAA TAC GTA TCT AAA AAT GTC ATC TCT 577 
Glu Asn Val Gin Leu Val Asn Gin Tyr Val Ser Lys Asn Val He Ser 
180 185 190 
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AGC GAG CAT ATT GTT GAG AGA GAG GCG GAG AGC TCT TTT TCC ACC AGT 625 
Ser 61u His He Val Glu Arg Glu Ala Glu Ser Ser Phe Ser Thr Ser 
195 200 205 

CAC TAG ACT TCG ACA GCT CAT CAT TCC ACT ACT GTC ACT CAG ACT CCC 673 
His Tyr Thr Ser Thr Ala His His Ser Thr Thr Val Thr Gin Thr Pro 
210 215 220 

AGT CAC AGC T6G AGC AAT GGA CAC ACT GAA AGC ATC ATT TCG GAA AGC 721 
Ser His Ser Trp Ser Asn Gly His Thr Glu Ser He He Ser Glu Ser 
225 230 235 240 

CAC TCT GTC ATC GTG ATG TCA TCC 6TA GAA AAC AGT AGG CAC AGC AGC 769 
His Ser Val He Val Met Ser Ser Val Glu Asn Ser Arg His Ser Ser 
245 250 255 

CCG ACT GGG GGC CCG AGA GGA CGT CTC AAT GGC TTG GGA GGC CCT CGT 817 
Pro Thr Gly Gly Pro Arg Gly Arg Leu Asn Gly Leu Gly Gly Pro Arg 
260 265 270 

GAA TGT AAC AGC HC CTC AGG CAT GCC AGA GAA ACC CCT GAC TCC TAC 865 
Glu Cys Asn Ser Phe Leu Arg His Ala Arg Glu Thr Pro Asp Ser Tyr 
275 280 285 

CGA GAC TCT CCT CAT AGT GAA AGA CAT AAC CH ATA GCT GAG CTA AGG 913 
Arg Asp Ser Pro His Ser Glu Arg His Asn Leu He Ala Glu Leu Arg 
290 295 300 

AGA AAC AAG GCC CAC AGA TCC AAA TGC ATG CAG ATC CAG CTT TCC GCA 961 
Arg Asn Lys Ala His Arg Ser Lys Cys Met Gin He Gin Leu Ser Ala 
305 310 315 320 

ACT CAT Cn AGA GCT TCT TCC AH CCC CAT TGG GCT TCA TTC TCT AAG 1009 
Thr His Leu Arg Ala Ser Ser He Pro His Trp Ala Ser Phe Ser Lys 
325 330 335 

ACC CCT TGG CCT TTA GGA AGG TAT GTA TCA GCA ATG ACC ACC CCG GCT 1057 
Thr Pro Trp Pro Leu Gly Arg Tyr Val Ser Ala Met Thr Thr Pro Ala 
340 345 350 

CGT ATG TCA CCT GTA GAT TTC CAC ACG CCA AGC TCC CCC AAG TCA CCC 1105 
Arg Met Ser Pro Val Asp Phe His Thr Pro Ser Ser Pro Lys Ser Pro 
355 360 365 

CCT TCG GAA ATG TCC CCG CCC GTG TCC AGC ACG ACG GTC TCC ATG CCC 1153 
Pro Ser Glu Met Ser Pro Pro Val Ser Ser Thr Thr Val Ser Met Pro 
370 375 380 
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TCC ATG 6CG GTC AGT CCC TTC GTG Gf\A GAG GAG AGA CCC CTG CTC CTJ 1201 
Ser Met Ala Val Ser Pro Phe Val 61 u Glu Glu Arg Pro Leu Leu Leu 
385 390 395 400 

GTG ACG CCA CCA CGG CTG CGG GAG AAG TAT GAC CAC CAC GCC CAG CAA 1249 
Val Thr Pro Pro Arg Leu Arg Glu Lys Tyr Asp His His Ala Gin Gin 
405 410 415 

nc AAC TCG TTC CAC TGC AAC CCC GCG CAT GAG AGC AAC AGC CTG CCC 1297 
Phe Asn Ser Phe His Cys Asn Pro Ala His Glu Ser Asn Ser Leu Pro 
420 425 430 

CCC AGC CCC TTG AGG ATA GTG GAG GAT GAG GAA TAT GAA ACG ACC CAG 1345 
Pro Ser Pro Leu Arg He Val Glu Asp Glu Glu Tyr Glu Thr Thr Gin 
435 440 445 

GAG TAC GAA CCA GCT CAA GAG CCG GH AAG AAA CTC ACC AAC AGC AGC 1393 
Glu Tyr Glu Pro Ala Gin Glu Pro Val Lys Lys Leu Thr Asn Ser Ser 
450 455 460 

CGG CGG GCC AAA AGA ACC AAG CCC AAT GGT CAC ATT GCC CAC AGG HG 1441 
Arg Arg Ala Lys Arg Thr Lys Pro Asn Gly His He Ala His Arg Leu 
465 470 475 480 

GAA ATG GAC AAC AAC ACA GGC GCT GAC AGC AGT AAC TCA GAG AGC GAA 1489 
Glu Met Asp Asn Asn Thr Gly Ala Asp Ser Ser Asn Ser Glu Ser Glu 
485 490 495 

ACA GAG GAT GAA AGA GTA GGA GAA GAT ACG CCT TTC CTG GCC ATA CAG 1537 
Thr Glu Asp Glu Arg Val Gly Glu Asp Thr Pro Phe Leu Ala He Gin 
500 505 510 

AAC CCC CTG GCA GCC AGT CTC GAG GCG GCC CCT GCC TTC CGC CTG GTC 1585 
Asn Pro Leu Ala Ala Ser Leu Glu Ala Ala Pro Ala Phe Arg Leu Val 
515 520 525 

GAC AGC AGG ACT AAC CCA ACA GGC GGC TTC TCT CCG CAG GAA GAA HG 1633 
Asp Ser Arg Thr Asn Pro Thr Gly Gly Phe Ser Pro Gin Glu Glu Leu 
530 535 540 

CAG GCC AGG CTC TCC GGT GTA ATC GCT AAC CAA GAC CCT ATC GCT GTC 1681 
Gin Ala Arg Leu Ser Gly Val He Ala Asn Gin Asp Pro He Ala Val 
545 550 555 560 

TAAAACCGAA ATACACCCAT AGAHCACCT GTAAAACTTT ATTTTATATA ATAAAGTAH 1741 

CCACCTTAAA HAAACAAAA AAA 1764 
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FIG. 17A 
(SEQ ID N0S:51-52) 



CAT CM GTG TGG GCG 6CG AAA 6CC G6G GGC JIG AAG AAG GAC TC6 CTG 48 
His Gin Val Trp Ala Ala Lys Ala Gly Gly Leu Lys Lys Asp Ser Leu 
15 10 15 

CTC ACC GTG CGC CTG GGC GCC TGG GGC CAC CCC GCC TTC CCC TCC TGC 96 
Leu Thr Val Arg Leu Gly Ala Trp Gly His Pro Ala Phe Pro Ser Cys 
20 25 . 30 

GGG CGC CTC AAG GAG GAC AGC AGG TAC ATC TTC HC ATG GAG CCC GAG 144 
Gly Arg Leu Lys Glu Asp Ser Arg Tyr He Phe Phe Met Glu Pro Glu 
35 40 45 

GCC AAC AGC AGC GGC GGG CCC GGC CGC CTT CCG AGC CTC CJT CCC CCC 192 
Ala Asn Ser Ser Gly Gly Pro Gly Arg Leu Pro Ser Leu Leu Pro Pro 
50 55 60 

TCT CGA GAC GGG CCG GAA CCT CAA 6AA GGA GGT CAG CCG GGT GCT GTG 240 
Ser Arg Asp Gly Pro Glu Pro Gin Glu Gly Gly Gin Pro Gly Ala Val 
65 70 75 80 

CAA C6G TGC GCC TTG CCT CCC CGC HG AAA GAG ATG AAG AGT CAG GAG 288 
Gin Arg Cys Ala Leu Pro Pro Arg Leu Lys Glu Met Lys Ser Gin Glu 
85 90 95 

TCT GTG GCA GGT TCC AAA CTA GTG CTT CGG TGC GAG ACC AGT TCT GAA 336 
Ser Val Ala Gly Ser Lys Leu Val Leu Arg Cys Glu Thr Ser Ser Glu 
100 105 110 

TAC TCC TCT CTC AAG HC AAG TGG TTC AAG AAT GGG AGT GAA TTA AGC 384 
Tyr Ser Ser Leu Lys Phe Lys Trp Phe Lys Asn Gly Ser Glu Leu Ser 
115 120 125 

CGA AAG AAC AAA CCA GAA AAC ATC AAG ATA CAG AAA AGG CCG GGG AAG 432 
Arg Lys Asn Lys Pro Glu Asn He Lys He Gin Lys Arg Pro Gly Lys 
130 135 140 

TCA GAA Cn CGC ATT AGC AAA GCG TCA CTG GCT GAT TCT GGA GAA TAT 480 
Ser Glu Leu Arg He Ser Lys Ala Ser Leu Ala Asp Ser Gly Glu Tyr 
145 150 155 160 

ATG TGC AAA GTG ATC AGC AAA CTA GGA AAT GAC AGT GCC TCT GCC AAC 528 
Met Cys Lys Val lie Ser Lys Leu Gly Asn Asp Ser Ala Ser Ala Asn 
165 170 175 
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ATC ACC ATT GTG GAG TCA AAC GCC ACA TCC ACA TCT ACA GCT 6GG ACA 576 
lie Thr lie Val G1u Sen Asn Ala Thr Ser Thr Ser Thr Ala Gly Thr 
180 185 190 

AGC CAT CTJ GTC AAG TGT GCA GAG AAG GAG AAA ACT TIC TGT GTG AAT 624 
Ser His Leu Val Lys Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn 
195 200 205 

GGA GGC GAG TGC TTC ATG GTG AAA GAC CTT TCA AAT CCC TCA AGA TAC 672 
Gly Gly Glu Cys Phe Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr 
210 215 220 

TJG TGC AAG TGC CAA CCT GGA TTC ACT GGA GCG AGA TGT ACT GAG AAT 720 
Leu Cys Lys Cys Gin Pro Gly Phe Thr Gly Ala Arg Cys Thr Glu Asn 
225 230 235 240 

GTG CCC ATG AAA GTC CAA ACC CAA GAA AAG TGC CCA AAT GAG TIT ACT 768 
Val Pro Met Lys Val Gin Thr Gin Glu Lys Cys Pro Asn Glu Phe Thr 
245 250 255 

GGT GAT CGC TGC CAA AAC TAC GTA ATG GCC AGC TTC TAC AGT ACG TCC 816 
Gly Asp Arg Cys Gin Asn Tyr Val Met Ala Ser Phe Tyr Ser Thr Ser 
260 265 270 

ACT CCC TTT CTG TCT CT6 CCT GAA TAGCGCATCT CAGTCGGTGC CGCTTTCTTG 870 
Thr Pro Phe Leu Ser Leu Pro Glu 
275 280 

TTGCCGCATC TCCCCTCAGA HCCNCCTAG AGCTAGATGC GTTTTACCAG GTCTAACAH 930 

GACTGCCTCT GCCTGTCGCA TGAGAACAH AACACAAGCG ATTGTATGAC HCCTCTGTC 990 

CGTGACTAGT GGGCTCT6AG CTACTCGTAG GTGCGTAAGG CTCCAGTGTT TCTGAAATT6 1050 

ATCTTGAATT ACTGTGATAC GACATGATAG TCCCTCTCAC CCAGTGCAAT GACAATAAAG 1110 

GCCHGAAAA GTCAAAAAAA AAAAAAAAAA 1140 
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(SEQ 


ID N0S:53-54) 






AP I 1 I rrcrr 
Abl 1 ILLLLL 


LLLAAL 1 1 G 1 


LbbAACTCTG 


GGCTCGCGCG CAGGGCAGGA 


GCGGAGCGGC 


60 


bbLbtiLTbCC 


LAbbLbATGC 


GAGCGCGGGC 


CGGACGGTAA TCGCCTCTCC 


CTCCTCGGGC 


120 


TGCGAGCGCG 


CCGGACCGAG 


GCAGCGACAG 


GAGCGGACCG CGGC6GGAAC 


CGAGGACTCC 


180 


CCAGCGGCGC 


GCCAGCAGGA 


GCCACCCCGC 


GAGCGT6CGA CCGGGACGGA 


GCGCCCGCCA 


240 


GTCCCAGGTG 


GCCCGGACCG 


CACGHGCGT 


CCCCGCGCTC CCCGCCGGCG 


ACAGGAGACG 


300 


CTCCCCCCCA 


CGCCGCGCGC 


6CCTCGGCCC 


GGTCGCT6GC CCGCCTCCAC 


TCCG6GGACA 


360 


AACi 1 1 rccc 


GAAGCCGATC 


CCAGCCCTCG 


GACCCAAACT TGTCGC6CGT 


CGCCnCGCC 


420 


GGGAGCCGTC 


CGCGCAGAGC 


GTGCACnCT 


CGGGCGAG ATG TCG GAG CGC AGA 


473 



Met Ser Glu Arg Arg 
1 5 

GAA GGC AAA G6C AAG GGG AAG GGC GGC AAG AAG GAG CGA GGC TCC GGG 521 
Glu Gly Lys Gly Lys Gly Lys Gly Gly Lys Lys Asp Arg Gly Ser Gly 
10 15 20 

AAG AAG CCC GTG CCC GGG GCT GGC GGC CCG AGC CCA GCC TTG CCT CCC 569 
Lys Lys Pro Val Pro Ala Ala Gly Gly Pro Ser Pro Ala Leu Pro Pro 
25 30 35 

CGC TTG AAA GAG ATG AAG ATG CAG GAG TCT GTG GCA GGT TCC AAA CTA 617 
Arg Leu Lys Glu Met Lys Ser Gin Glu Ser Val Ala Gly Ser Lys Leu 
40 45 50 

GTG Cn CGG TGC GAG ACC AGT TCT GAA TAC TCC TCT CTC AAG HC AAG 665 
Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser Ser Leu Lys Phe Lys 
55 60 65 

TGG nC AAG AAT GGG AGT GAA HA AGC CGA AAG AAC AAA CCA CAA AAC 713 
Trp Phe Lys Asn Gly Ser Glu Leu Ser Arg Lys Asn Lys Pro Gin Asn 
70 75 80 85 

ATC AAG ATA CAG AAA AGG CCG GGG AAG TCA GAA CH CGC ATT AGC AAA 761 
He Lys He Gin Lys Arg Pro Gly Lys Ser Glu Leu Arg He Ser Lys 
90 95 100 

GCG TCA CTG GCT GAT TCT GGA GAA TAT ATG TGC AAA GTG ATC AGC AAA 809 
Ala Ser Leu Ala Asp Ser Gly Glu Tyr Met Cys Lys Val He Ser Lys 
105 110 115 
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FIG. 18B 



CTA GGA AAT GAC AGT GCC TCT GCC AAC ATC ACC AH GT6 GAG TCA AAC 857 
Leu Gly Asn Asp Sen Ala Ser Ala Asn He Thr He Val Glu Ser Asn 
120 125 130 

GAG ATC ACC ACT GGC ATG CCA GCC TCA ACT GAG ACA GCG TAT GTG TCT 905 
Glu He Thr Thr Gly Met Pro Ala Ser Thr Glu Thr Ala Tyr Val Ser 
135 140 145 

TCA GAG TCT CCC AH AGA ATA TCA GTA TCA ACA GAA GGA ACA AAT ACT 953 
Ser Glu Ser Pro He Arg He Ser Val Ser Thr Glu Gly Thr Asn Thr \jf 
150 155 160 165 

TCT TCA TCC ACA TCC ACA TCT ACA GCT GGG ACA AGC CAT CTT GTC AAG 1001 
Ser Ser Ser Thr Ser Thr Ser Thr Ala Gly Thr Ser His Leu Val Lys 
170 175 180 

TGT GCA GAG AAG GAG AAA ACT TTC TGT GTG AAT GGA GGC GAG TGC TTC 1049 
Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn Gly Gly Glu Cys Phe 
185 190 195 

ATG GTG AAA GAC CTT TCA AAT CCC TCA AGA TAC TTG TGC AAG TGC CCA 1097 
Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr Leu Cys Lys Cys Pro 
200 205 210 

AAT GAG TTT ACT GGT GAT CGC TGC CAA AAC TAC GTA ATG GCC AGC HC 1145 
Asn Glu Phe Thr Gly Asp Arg Cys Gin Asn Tyr Val Met Ala Ser Phe 
215 220 225 

TAC AGT ACG TCC ACT CCC TTT CTG TCT CTG CCT GAA TAGGCGCATG 1191 
Tyr Ser Thr Ser Thr Pro Phe Leu Ser Leu Pro Glu 
230 235 240 



CTCAGTCGGT 


GCCGCTTTCT 


TGTTGCCGCA 


TCTCCCCTCA GATTCAACCT AGAGCTAGAT 


1251 


GCGIIMACC 


AGGTCTAACA 


TTGACTGCCT 


CTGCCTGTCG CATGAGAACA HAACACAAG 


1311 


CGAHGTATG 


ACTTCCTCTG 


TCCGTGACTA 


GTGGGCTCTG AGCTACTCGT AGGT6CGTAA 


1371 


GGCTCCAGTG 


TTTCTGAAAT 


TGATCHGAA 


mCTGTGAT ACGACATGAT AGTCCCTCTC 


1431 


ACCCAGTGCA 


ATGACAATAA 


AGGCCHGAA 


AAGTCTCACT TTTATTGAGA AAATAAAAAT 


1491 


CGHCCACGG 


6ACAGTCCCT 


CTTCTTTATA 


AAATGACCCT ATCCTTGAAA AGGAGGTGTG 


1551 


HAAGHGTA 


ACCAGTACAC 


ACTTGAAATG 


ATGGTAAGH CGCHCGGH CA6AATGTGT 


1611 


TCTTTCTGAC 


AAATAAACAG 


AATAAAAAAA 


AAAAAAAAAA A 


1652 
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